
−10.37

−2.55

5.27

13.08
PROTEINATLAS_vagina

G
S

Z
mBL
intermediate
non−mBL

CD9SDC1SDC1PHGDHRASAL1EIF2S2SRSF11MPHOSPH9PLCG1PEX5PEX5KANSL1LPOGZURB1RER1TARDBPPAWRPAWRHS2ST1HS2ST1HS2ST1MDM2MDM2MDM2MPHOSPH9CCNT2PIAS1PDS5ACBLL1XRCC4XRCC4IDH3BKHDRBS1GABPB1HIRACPSF6HNRNPDMYCBPTOPORSPOLA1MRE11RBL1TAF5SYNE2AKAP8PPIL2PPIL2PPIL2TMPOTMPOSMARCC1CHD4TRA2BSMG7PPIL2HSF1TIMM10ISOC2URB1BYSLPAK1IP1AKAP1SNRNP40ANP32AUBTFHADHTFDP1ID3TFDP2TFDP2ZBTB10SIK3SIK3DNMT3ARBM8ARBM8ANMT1NCBP1E2F1E2F1RSL1D1RSL1D1TOP1ESF1S100A8S100A9HOPXHIST2H2BEHIST1H3HHIST1H2BFHIST1H3DHIST1H2BIHIST1H2BOHIST1H1CHIST1H2BCHIST1H2BDHIST1H2BDHIST1H2BHHIST1H2BEHIST1H2BKMAXRB1SFSWAPNUMA1GLYR1HSF1LAMP1WDR1SRRTRANGAP1ILF3FUSSIRT6CELF1KHSRPWIZFKBP5HNRNPUZFRTPRGTF2IDHX9DHX9PDS5ASMG7NR3C1RAD50SLC25A12TBL1XR1STAG1DLG1JUNDJUNDCD44TP63HIST1H2BNPQBP1SRRM2THRAP3LARP1SCAF4GORASP1DSC3CDH3LY6DCRNNDSC2LYPD3CDYLCDYLCDYLPMLPMLPMLPMLHEXIM1TP63CDK9MTA2SAMHD1PIP4K2ANSDHLNSDHLGPD2RAB3GAP2FLIIMEIS2HOXB7HOXB7LAMP1ASTE1AUHHPSEP3H2MAPK13MAPK13PDCD4PDCD4PDCD4PDCD4SRSF6HNRNPLBBXSRSF11SPENSRRM2APTXFUBP1DDX39BMRPS11ZNF24RBM5SNRNP70ATF7IPWNK1WNK1HNRNPLPOGZSCAF4HNRNPDHNRNPA1RPL10SFPQHNRNPA1HIST1H2BGHIST1H2BGHIST1H3GHIST1H1EHIST1H3BHIST1H2BBHIST1H3FHIST1H3CZBTB7ALMNACRY2BCAT2HSPB1PBX1MECOMKLF4FOSL2FOSL2H3F3BCRABP2SMC1ATLE1TLE1TLE1H1F0KLF4EGR1EGR1CDKN1AJUNJUNJUNDSPCDH1MAP7MAP7MAP7TCF7L2TCF7L2TCF7L2TCF7L2TCF7L2JUPZNF185NCOA1NCOA1NCOA1GJA1CD44DRAM1RXRARXRAAQP3AQP3AQP3KRT5SFNSFNSFNKRT14KRT6AKRT6ASPINK5KRT6BKRT6BTRIM29RHCGTP63TP63CD44CD44CD44CD44CD44CD44

−2.4 3.7∆ e



−6

−4

−2

0

2

4

6

PROTEINATLAS_vagina
G

S
Z

on
−
off

# features = 860

1

13



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

PROTEINATLAS_vagina
G

S
Z


